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Sir: 

We, Pam Holland, G. Duke Virca, Kirsten Garka and Timothy A. Bird, declare that: 

We are the co-inventors and co-applicants in this application. All the actions, events, and observations 
described in the enclosed Exhibit for this declaration occurred in the United States prior to January 21 , 2000, the 
earliest priority date of WO 01/553312 Al , which was cited by the Examiner in the Office action mailed 
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1 . cloned GID (GNK Interacting Amino Acid Decarboxylase), the subject polypeptide of the present 
application; 

2. determined the nucleic acid sequence encoding GID at its 5' region (nucleotides 43 through 1935 in 
Exhibit Al) and 3* region (nucleotides 28 through 842 in Exhibit A2), which are respectively identical to 
nucleotides 1 through 1893 and 1553 through 2367 of SEQ ID NO: 1 of the present application; and 

3. determined the amino acid sequence of GID (Exhibit B), which is identical to SEQ ID NO: 2 of the 
present application. 
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ronfirmed sequence KB8-1-7A- HBCK 
5R44^1 Garka/Milne 

;ile : [Bertles j . Garka] KB8-l-7^^gj 
Cb8-l-7a.Seq Length: 1961 




15:12 Type: N Check: 4451 



1 


taagtccaag 


c tgaattcgc 


ggccgctCCG 


GCCGCCTCAG 


CCATGGACGC 


51 


GTCCCTGGAG 


AAGATAGCAG 


ACCCCACGTT 


AGCTGAAATG 


GGAAAAAACT 


101 


TGAAGGAGGC 


AGTGAAGATG 


CTGGAGGACA 


GTCAGAGAAG 


AACAGAAGAG 


151 


GAAAATGGAA 


AGAAGCTCAT 


ATCCGGAGAT 


ATTCCAGGCC 


CACTCCAGGG 


201 


CAGTGGGCAA 


GATATGGTGA 


GCATCCTCCA 


GTTAGTTCAG 


AATCTCATGC 


251 


ATGGAGATGA 


AGATGAGGAG 


CCCCAGAGCC 


CCAGAATCCA 


AAATATTGGA 


301 


GAACAAGGTC 


ATATGGCTTT 


GTTGGGACAT 


AGTCTGGGAG 


CTTATATTTC 


351 


AACTCTGGAC 


AAAGAGAAGC 


TGAGAAAACT 


TACAACTAGG 


ATACTTTCAG 


401 


ATACCACCTT 


ATGGCTATGC 


AGAATTTTCA 


GATATGAAAA 


TGGGTGTGCT 


451 


TATTTCCACG 


AAGAGGAAAG 


AGAAGGACTT 


GCAAAGATAT 


GTAGGCTTGC 


501 


. CATTCATTCT 


CGATATGAAG 


ACTTCGTAGT 


GGATGGCTTC 


AATGTGTTAT 


551 


ATAACAAGAA 


GCCTGTCATA 


TATCTTAGTG 


CTGCTGCTAG 


ACCTGGCCTG 


601 


GGCCAATACC 


TTTGTAATCA 


GCTCGGCTTG 


CCCTTCCCCT 


GCTTGTGCCG 


651 


TGTACCCTGT 


AACACTGTGT 


TTGGATCCCA 


GCATCAGATG 


GATGTTGCCT 


701 


TCCTGGAGAA 


ACTGATTAAA 


GATGATATAG 


AGCGAGGAAG 


ACTGCCCCTG 


751 


TTGCTTGTCG 


CAAATGCAGG 


AACGGCAGCA 


GTAGGACACA 


CAGACAAGAT 


801 


TGGGAGATTG 


AAAGAACTCT 


GTGAGCAGTA 


TGGCATATGG 


CTTCATGTGG 


851 


AGGGTGTGAA 


TCTGGCAACA 


TTGGCTCTGG 


GTTATGTCTC 


CTCATCAGTG 


901 


CTGGCTGCAG 


CCAAATGTGA 


TAGCATGACG 


ATGACTCCTG 


GCCCGTGGCT 


951 


GGGTTTGCCA 


GCTGTTCCTG 


CGGTGACACT 


GTATAAACAC 


GATGACCCTG 


1001 


CCTTGACTTT 


AGTTGCTGGT 


CTTACATCAA 


ATAAGCCCAC 


AGACAAACTC 


1051 


CGTGCCCTGC 


CTCTGTGGTT 


ATCTTTACAA 


TACTTGGGAC 


TTGATGGGTT 


1101 


TGTGGAGAGG 


ATCAAGCATG 


CCTGTCAACT 


GAGTCAACGG 


TTGCAGGAAA 


1151 


GTTTGAAGAA 


AGTGAATTAC 


ATCAAAATCT 


TGGTGGAAGA 


TGAGCTCAGC 


1201 


TCCCCAGTGG 


TGGTGTTCAG 


ATTTTTCCAG 


GAATTACCAG 


GCTCAGATCC 


1251 


GGTGTTTAAA 


GCCGTCCCAG 


TGCCCAACAT 


GACACCTTCA 


GGAGTCGGCC 


1301 


GGGAGAGGCA 


CTCGTGTGAC 


GCGCTGAATC 


GCTGGCTGGG 


AGAACAGCTG 


1351 


AAGCAGCTGG 


TGCCTGCAAG 


CGGCCTCACA 


GTCATGGATC 


TGGAAGCTGA 


1401 


GGGCACGTGT 


TTGCGGTTCA 


GCCCTTTGAT 


GACCGCAGCA 


GTTTTAGGAA 


1451 


CTCGGGGAGA 


GGATGTGGAT 


CAGCTCGTAG 


CCTGCATAGA 


AAGCAAACTG 


1501 


CCAGTGCTGT 


GCTGTACGCT 


CCAGTTGCGT 


GAAGAGTTCA 


AGCAGGAAGT 


1551 


GG AAGCAACA 


GCAGGTCTCr 




Tr'APrT'TA AP 




1601 


TAGGGGTTGT 


CAGGTATGAA 


CATGCTAATG 


ATGATAAGAG 


CAGTTTGAAA 


1651 


TCAGATCCCG 


AAGGGGAAAA 


CATCCATGCT 


GGACTCCTGA 


AGAAGTTAAA 


1701 


TGAACTGGAA 


TCTGACCTAA 


CCTTTAAAAT 


AGGCCCTGAG 


TATAAGAGCA 


1751 


TGAAGAGCTG 


CCTTTATGTC 


GGCATGGCGA 


GCGACAACGT 


CGATGCTGCT 



^:3.8 01 GAGCTCGTGG AGACCATTGC GGCCACAGCC CGGGAGATAG AGGAGAACTC 

18 51 GAGGCTTCTG GAAAACATGA CAGAAGTGGT TCGGAAAGGC ATTCAGGAAG 

1901 CTCAAGTGGA GCTGCAGAAG GCAAGTGAAG AACGGagcgg ccgcgaattc 

1951 ttttgctttt t 



4 U ^•yjf' 

:B8-llrlA HBCK Confirmed Sequence ^CVW^'T* 
;r4516 " Garka/Milne 

'•.He": [Bertlesj . Garka 1 KB8 - 1 1 - l A . se^ 

Check: 6898 



-11-la 


.Seq Length: 2 065 Ml 






. Type : N < 


1 


taagtccaag 


ctgaattcgc 


ggccgctCTG 


GAATAGGGGT 


TGTCAGGTAT 


51 


GAACATGCTA 


ATGATGATAA 


GAGCAGTTTG 


AAATCAGATC 


CCGAAGGGGA 


101 


AAACATCCAT 


GCTGGACTCC 


TGAAGAAGTT 


AAATGAACTG 


GAATCTGACC 


151 


TAACCTTTAA 


AATAGGCCCT 


GAGTATAAGA 


GCATGAAGAG 


CTGCCTTTAT 


201 


GTCGGCATGG 


CGAGCGACAA 


CGTCGATGCT 


GCTGAGCTCG 


TGGAGACCAT 


2-51 


TGCGGCCACA 


GCCCGGGAGA 


TAGAGGAGAA 


CTCGAGGCTT 


CTGGAAAACA 


301 


TGACAGAAGT 


GGTTCGGAAA 


GGCATTCAGG 


AAGCTCAAGT 


GGAGCTGCAG 


351 


AAGGCAAGTG 


AAGAACGGCT 


TCTGGAAGAG 


GGGGTGTTGC 


GGCAGATCCC 


401 


TGTAGTGGGC 


TCCGTGCTGA 


ATTGGTTTTC 


TCCGGTCCAG 


GCTTTACAGA 


451 


AGGGAAGAAC 


TTTTAACTTG 


ACAGCAGGCT 


CTCTGGAGTC 


CACAGAACCC 


501 . 


ATATATGTCT 


ACAAAGCACA 


AGGTGCAGGA 


GTCACGCTGC 


CTCCAACGCC 


551 


CTCGGGCAGT 


CGCACCAAGC 


AGAGGCTTCC 


AGGCCAGAAG 


CCTTTTAAAA 


601 


GGTCCCTGCG 


AGGTTCAGAT 


GCTTTGAGTG 


AGACCAGCTC 


AGTCAGTCAC 


651 


ATTGAAGACT 


TAGAAAAGGT 


GGAGCGCCTA 


TCCAGTGGGC 


CGGAGCAGAT 


701 


CACCCTCGAG 


GCCAGCAGCA 


CTGAGGGACA 


CCCAGGGGCT 


CCCAGCCCTC 


751 


AGCACACCGA 


CCAGACCGAG 


GCCTTCCAGA 


AAGGGGTCCC 


ACACCCAGAA 


801 


GATGACCACT 


CACAGGTAGA 


AGGACCGGAG 


AGCTTAAGAT 


GAGACTCATT 


851 


GTGTGGTTTG 


AGACTGTACT 


GAGTATTGTT 


TCAGGGAAGA 


TGAAGTTCTA 


901 


TTGGAAATGT 


GAACTGTGCC 


ACATACTAAT 


ATAAATTACT 


GTTGTTTGTG 


951 


CTTCACTGGG 


ATTTTGGCAC 


AAATATGTGC 


CTGAAAGGTA 


GGCTTTCTAG 


1001 


GAGGGGAGTC 


AGCTTGTCTA 


ACTTCATGTA 


CATGTAGAAC 


CACGTTTGCT 


1051 


GTCCTACTAC 


GACTTTTCCC 


TAAGTTACCA 


TAAACACATT 


TTATTCACAA 


1101 


AAAACACTTC 


GAATTTCAAG 


TGTCTACCAG 


TAGCACCCTT 


GCTCTTTCTA 


1151 


AACATAAGCC 


TAAGTATATG 


AGGTTGCCCG 


TGGCAACTTT 


TTGGTAAAAC 


1201 


AGCTTT.TCAT 


TAGCACTCTC 


CAGGTTCTCT 


GCAACACTTC 


ACAGAGGCGA 


1251 


GACTGGCTGT 


ATCCTTTGCT 


GTCGGTCTTT 


AGTACGATCA 


AGTTGCAATA 


1301 


TACAGTGGGA 


CTGCTAGACT 


TGAAGGAGAG 


CAGTGATTGT 


GGGATTGTAA 


1351 


ATAAGAGCAT 


CAGAAGCCCT 


CCCCAGCTAC 


TGCTCTTCGT 


GGAGACTTAG 


1401 


TAAGGACTGT 


GTCTACTTGA 


GCTGTGGCAA 


GGCTGCTGTC 


TGGGACTGTC 


1451 


CTCTGCCACA 


AGGCCATTTC 


TCCCATTATA 


TACCGTTTGT 


AAAGAGAAAC 


1501 


TGTAAAGTCT 


CCTCCTGACC 


ATATATTTTT 


AAATACTGGC 


AAAGCTTTTA 


1551 


AAATTGGCAC 


ACAAGTACAG 


ACTGTGCTCA 


TTTCTGTTTA 


GTATCTGAAA 


16 01 


ACCTGATAGA 


TGCTACCCTT 


AAGAGCTTGC 


TCTTCCGTGT 


GCTACGTAGC 


1651 


ACCCACCTGG 


TTAAAATCTG 


AAAACAAGTA 


CCCCTTTGAC 


CTGTCTCCCA 


1701 


CTGAAGCTTC 


TACTGCCCTG 


GCAGCTCGCC 


TGGGCCCAAC 


TCAGAAACAG 


1751 


GAGCCAGCAG 


AGCACTCTCT 


CACGCTGATC 


CAGCCGGGCA 


CCCTGCTTAA 



;}.S6l GTCAGTAGAA GCTCGCTGGC 

18 51 CGTCACTTTG TCGTAAGTAA 

19 01 AAGCTTTTGG GAGACCTGAA 
1951 TGTAGTATTG GAAGCCTTAG 
2 0 01 TGATTTGATG GGATTTTTGA 
2051 attcttttgc ttttt 



ACTGCCCGTT CCTACTTTtC CGAAGTACTG 
TGGCCCCTGT GCCTOCTTAA TCCAGCAGTC 
AATGGGAAAA TTCACACTGG GTTTCTGGAC 
TTATAGTATA TTAAGCCTAT AATTATACTC 
CATTTACACT TGTCAAAATa gcggccgcga 



'RANSLATE of: bandS . 82 1 96con*tig check: 511 from: 16 to: 2412 ^5^W\^JA tS 

ene27.ated symbols 1 to: 7 99. 

.AND8-mid 

:and8. 82196pep Length: 789 {^■■^■■HHi ^ ' ^ 3 Type: P Check: 1632 



1 


MDASLEKIAD 


PTLAEMGKNL 


KEAVKMLEDS 


QRRTEEENGK 


KLISGDIPGP 


51 


LQGSGQDMVS 


ILQLVQNLMH 


GDEDEEPQSP 


RIQNIGEQGH 


MALLGHSLGA 


101 


YISTLDKEKL 


RKLTTRILSD 


TTLWLCRIFR 


YENGCAYFHE 


EEREGLAKIC 


151 


RLAIHSRYED 


FWDGFNVLY 


NKKPVIYLSA 


AARPGLGQYL 


CNQLGLPFPC 


2X)1 


LCRVPCNTVF 


GSQHQMDVAF 


LEKLIKDDIE 


RGRLPLLLVA 


NAGTAAVGHT 


251 


DKIGRLKELC 


EQYGIWLHVE 


GVNLATLALG 


YVSSSVLAAA 


KCDSMTMTPG 


301 


PWLGLPAVPA 


VTLYKHDDPA 


LTLVAGLTSN 


KPTDKLRALP 


LWLSLQYLGL 


351 


. DGFVERIKHA 


CQLSQRLQES 


LKKVNYIKIL 


VEDELSSPW 


VFRFFQELPG 


401 


SDPVFKAVPV 


PNMTPSGVGR 


ERHSCDALNR 


WLGEQLKQLV 


PASGLTVMDL 


451 


• EAEGTCLRFS 


PLMTAAVLGT 


RGEDVDQLVA 


CIESKLPVLC 


CTLQLREEFK 


5 01 


QEVEATAGLL 


YVDDPNWSGI 


G WR Y E HAND 


DKSSLKSDPE 


GENIHAGLLK 


551 


KLNELESDLT 


FKIGPEYKSM 


KSCLYVGMAS 


DNVDAAELVE 


TIAATAREIE 


601 


ENSRLLENMT 


EWRKGIQEA 


QVELQKASEE 


RLrLEEGVLRQ 


IPWGSVLNW 


651 


FSPVQALQKG 


RTFNLTAGSL 


ESTEPIYVYK 


AQGAGVTLPP 


TPSGSRTKQR 


701 


LPGQKPFKRS 


LRGSDALSET 


SSVSHIEDLE 


KVERLSSGPE 


QITLEASSTE 


751 


GHPGAPSPQH 


TDQTEAFQKG 


VPHPEDDHSQ 


VEGPESLR* 





[ 




/ IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 
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09/978.248 



Group Art Unit No.: 1652 



Filed: 



October 16, 2001 



Examiner: M. A. Walicka 



For: 



GNK INTERACTING AMINO ACID DECARBOXYLASE 
AND METHODS OF USE THEREOF 



Docket No.: 



3033-A 



DECLARATION UNDER 37 CFR 1.131 



Comnnissioner for Patents 
P.O. Box 1450 
Alexandria, VA 22313-1450 



Sir: 



We, Pam Holland, G. Duke Virca, Kirsten Garka and Timothy A. Bird, declare that: 

We are the co-inventors and co-applicants in this application. All the actions, events, and observations 
described in the enclosed Exhibit for this declaration occurred in the United States prior to January 21 , 2000, the 
earliest priority date of WO 01/553312 Al , which was cited by the Examiner in the Office action mailed 
December 10, 2003. Prior to January 21 , 2000, we: 

1 . cloned GID (GNK Interacting Amino Acid Decarboxylase), the subject polypeptide of the present 
application; 

2. determined the nucleic acid sequence encoding GID at its 5' region (nucleotides 43 through 1935 in 
Exhibit Al) and 3' region (nucleotides 28 through 842 in Exhibit A2), which are respectively Identical to 
nucleotides 1 through 1893 and 1553 through 2367 of SEQ ID NO: 1 of the present application; and 

3. determined the amino acid sequence of GID (Exhibit B), which is identical to SEQ ID NO: 2 of the 
present application. 

We further declare that all statements made herein of our own knowledge are true, that all statements 
made on information and belief are believed to be true, and that these statements were made with the 
knowledge that willful false statements and the like so made are punishable by fine or imprisonment, or both (18 
use 1001), and may jeopardize the validity of the application or any patent issuing thereon. 



Pam Holland 



Date 



G. Duke Virca 



Date 



1 



Declaration 1.1-31 



3033-A 




Kirsten Garka Date 



Timothy A. Bird 



Date 



Please send all future correspondence to: 

US Patent Operations/ PBT 

Dept. 4300, M/S 27-4-A 

AlVIGEN INC. 

One Amgen Center Drive 

Thousand Oaks, California 91320-1799 



2 



ronfirmed sequence KB8-1-7A HBCK 
5R4491 Garka/Milne 

:ile : [Bertlesj . Garka] KB8- l-7^^ggu^^^^^^^^^ 

Cb8-l-7a.Seq Length: 1961 iflBBHMHHHilt 1 5 : 1 2 Type: N Check 
1 taagtccaag ctgaattcgc ggccgctCCG GCCGCCTCAG CCATGGACGC 
51 GTCCCTGGAG AAGATAGCAG ACCCCACGTT AGCTGAAATG GGAAAAAACT 
101 TGAAGGAGGC AGTGAAGATG CTGGAGGACA GTCAGAGAAG AACAGAAGAG 
151 GAAAATGGAA AGAAGCTCAT ATCCGGAGAT ATTCCAGGCC CACTCCAGGG 
2 01 CAGTGGGCAA GATATGGTGA GCATCCTCCA GTTAGTTCAG AATCTCATGC 

2 51 ATGGAGATGA AGATGAGGAG CCCCAGAGCC CCAGAATCCA AAATATTGGA 

3 01 GAACAAGGTC ATATGGCTTT GTTGGGACAT AGTCTGGGAG CTTATATTTC 

3 51 AACTCTGGAC AAAGAGAAGC TGAGAAAACT TACAACTAGG ATACTTTCAG 

4 01 ATACCACCTT ATGGCTATGC AGAATTTTCA GATATGAAAA TGGGTGTGCT ' 
- 4 51 -TATTTCCACG AAGAGGAAAG AGAAGGACTT GCAAAGATAT GTAGGCTTGC 

5 01 CATTCATTCT CGATATGAAG ACTTCGTAGT GGATGGCTTC AATGTGTTAT 

5 51 . ATAACAAGAA GCCTGTCATA TATCTTAGTG CTGCTGCTAG ACCTGGCCTG 
601 GGCCAATACC TTTGTAATCA GCTCGGCTTG CCCTTCCCCT GCTTGTGCCG 

6 51 TGTACCCTGT AACACTGTGT TTGGATCCCA GCATCAGATG GATGTTGCCT 

7 01 TCCTGGAGAA ACTGATTAAA GATGATATAG AGCGAGGAAG ACTGCCCCTG 

7 51 TTGCTTGTCG CAAATGCAGG AACGGCAGCA GTAGGACACA CAGACAAGAT 

8 01 TGGGAGATTG AAAGAACTCT GTGAGCAGTA TGGCATATGG CTTCATGTGG 

8 51 AGGGTGTGAA TCTGGCAACA TTGGCTCTGG GTTATGTCTC CTCATCAGTG 

9 01 CTGGCTGCAG CCAAATGTGA TAGCATGACG ATGACTCCTG GCCCGTGGCT 
9 51 GGGTTTGCCA GCTGTTCCTG CGGTGACACT GTATAAACAC GATGACCCTG 

10 01 CCTTGACTTT AGTTGCTGGT CTTACATCAA ATAAGCCCAC AGACAAACTC 
10 51 CGTGCCCTGC CTCTGTGGTT ATCTTTACAA TACTTGGGAC TTGATGGGTT 
1101 TGTGGAGAGG ATCAAGCATG CCTGTCAACT GAGTCAACGG TTGCAGGAAA 
1151 GTTTGAAGAA AGTGAATTAC ATCAAAATCT TGGTGGAAGA TGAGCTCAGC 
12 01 TCCCCAGTGG TGGTGTTCAG ATTTTTCCAG GAATTACCAG GCTCAGATCC 

12 51 GGTGTTTAAA GCCGTCCCAG TGCCCAACAT GACACCTTCA GGAGTCGGCC 

13 01 GGGAGAGGCA CTCGTGTGAC GCGCTGAATC GCTGGCTGGG AGAACAGCTG 

13 51 AAGCAGCTGG TGCCTGCAAG CGGCCTCACA GTCATGGATC TGGAAGCTGA 

14 01 GGGCACGTGT TTGCGGTTCA GCCCTTTGAT GACCGCAGCA GTTTTAGGAA 

14 51 CTCGGGGAGA GGATGTGGAT CAGCTCGTAG CCTGCATAGA AAGCAAACTG 

15 01 CCAGTGCTGT GCTGTACGCT CCAGTTGCGT GAAGAGTTCA AGCAGGAAGT 

15 51 GGAAGCAACA GCAGGTCTCC TATATGTTGA TGACCCTAAC TGGTCTGGAA 

16 01 TAGGGGTTGT CAGGTATGAA CATGCTAATG ATGATAAGAG CAGTTTGAAA 

16 51 TCAGATCCCG AAGGGGAAAA CATCCATGCT GGACTCCTGA AGAAGTTAAA 

17 01 TGAACTGGAA TCTGACCTAA CCTTTAAAAT AGGCCCTGAG TATAAGAGCA 
17 51 TGAAGAGCTG CCTTTATGTC GGCATGGCGA GCGACAACGT CGATGCTGCT 



18 01 GAGCTCGTGG AGACCATTGC GGCCACAGCC CGGGAGATAG AGGAGAACTC 

1851 GAGGCTTCTG GAAAACATGA CAGAAGTGGT TCGGAAA6GC ATTCAGGAAG 

1901 CTCAAGTGGA GCTGCAGAAG GCAAGTGAAG AACGGagcgg ccgcgaattc 

1951 ttttgctttt t 



:B8-11-1A HBCK confirmed Sequence /^ri^x^eiV 
;r4516 Garka/Milne feK,VVMi^I\ /VZ^ 

:ile: [Bertlesj . Garka ] KB8-1 

;b8-Il-la . Seq Length: 2065 1||H|^HBBBII^bBbB Type: N Check: 6898 

1 taagtccaag ctgaattcgc ggccgctCTG GAATAGGGGT TGTCAGGTAT 

1 

51 GAACATGCTA ATGATGATAA GAGCAGTTTG AAATCAGATC CCGAAGGGGA 

101 AAACATCCAT GCTGGACTCC TGAAGAAGTT AAATGAACTG GAATCTGACC 

151 TAACCTTTAA AATAGGCCCT GAGTATAAGA GCATGAAGAG CTGCCTTTAT 

2 01 GTCGGCATGG CGAGCGACAA CGTCGATGCT GCTGAGCTCG TGGAGACCAT 

2 51 TGCGGCCACA GCCCGGGAGA TAGAGGAGAA CTCGAGGCTT CTGGAAAACA 
301 TGACAGAAGT GGTTCGGAAA GGCATTGAGG AAGCTCAAGT GGAGCTGCAG 

3 51 AAGGCAAGTG AAGAACGGCT TCTGGAAGAG GGGGTGTTGC GGCAGATCCC 

4 01 TGTAGTGGGC TCCGTGCTGA ATTGGTTTTC TCCGGTCCAG GCTTTACAGA " 
^-451 AGGGAAGAAC TTTTAACTTG ACAGCAGGCT CTCTGGAGTC CACAGAACCC 

5 01 ATATATGTCT ACAAAGCACA AGGTGCAGGA GTCACGCTGC CTCCAACGCC 

5 51 . CTCGGGCAGT CGCACCAAGC AGAGGCTTCC AGGCCAGAAG CCTTTTAAAA 

6 01 GGTCCCTGCG AGGTTCAGAT GCTTTGAGTG AGACCAGCTC AGTCAGTCAC 

6 51 ATTGAAGACT TAGAAAAGGT GGAGCGCCTA TCCAGTGGGC CGGAGCAGAT 

7 01 CACCCTCGAG GCCAGCAGCA CTGAGGGACA CCCAGGGGCT CCCAGCCCTC 

7 51 AGCACACCGA CCAGACCGAG GCCTTCCAGA AAGGGGTCCC ACACCCAGAA 

8 01 GATGACCACT CACAGGTAGA AGGACCGGAG AGCTTAAGAT GAGACTCATT 

8 51 GTGTGGTTTG AGACTGTACT GAGTATTGTT TCAGGGAAGA TGAAGTTCTA 
901 TTGGAAATGT GAACTGTGCC ACATACTAAT ATAAATTACT GTTGTTTGTG 

9 51 CTTCACTGGG ATTTTGGCAC AAATATGTGC CTGAAAGGTA GGCTTTCTAG 
10 01 GAGGGGAGTC AGCTTGTCTA ACTTCATGTA CATGTAGAAC CACGTTTGCT 
10 51 GTCCTACTAC GACTTTTCCC TAAGTTACCA TAAACACATT TTATTCACAA 
1101 AAAACACTTC GAATTTCAAG TGTCTACCAG TAGCACCCTT GCTCTTTCTA 
1151 AACATAAGCC TAAGTATATG AGGTTGCCCG TGGCAACTTT TTGGTAAAAC 
12 01 AGCTTTTCAT TAGCACTCTC CAGGTTCTCT GCAACACTTC ACAGAGGCGA 

12 51 GACTGGCTGT ATCCTTTGCT GTCGGTCTTT AGTACGATCA AGTTGCAATA 

13 01 TACAGTGGGA CTGCTAGACT TGAAGGAGAG CAGTGATTGT GGGATTGTAA 

13 51 ATAAGAGCAT CAGAAGCCCT CCCCAGCTAC TGCTCTTCGT GGAGACTTAG 

14 01 TAAGGACTGT GTCTACTTGA GCTGTGGCAA GGCTGCTGTC TGGGACTGTC 

14 51 CTCTGCCACA AGGCCATTTC TCCCATTATA TACCGTTTGT AAAGAGAAAC 

15 01 TGTAAAGTCT CCTCCTGACC ATATATTTTT AAATACTGGC AAAGCTTTTA 

15 51 AAATTGGCAC ACAAGTACAG ACTGTGCTCA TTTCTGTTTA GTATCTGAAA 

16 01 ACCTGATAGA TGCTACCCTT AAGAGCTTGC TCTTCCGTGT GCTACGTAGC 

16 51 ACCCACCTGG TTAAAATCTG AAAACAAGTA CCCCTTTGAC CTGTCTCCCA 

17 01 CTGAAGCTTC TACTGCCCTG GCAGCTCGCC TGGGCCCAAC TCAGAAACAG 
17 51 GAGCCAGCAG AGCACTCTCT CACGCTGATC CAGCCGGGCA CCCTGCTTAA 



1801 GTCAGTAGAA GCTCGCTGGC ACTGCCCGTT CCTACTTTTC CGAAGTACTG 

18 51 CGTCACTTTG TCGTAAGTAA TGGCCCCTGT GCCTOCTTAA TCCAGCAGTC 

19 01 AAGCTTTTGG GAGACCTGAA AATGGGAAAA TTCACACTGG GTTTCTGGAC 
19 51 TGTAGTATTG GAAGCCTTAG TTATAGTATA TTAAGCCTAT AATTATACTC 
2 0 01 TGATTTGATG GGATTTTTGA CATTTACACT TGTCAAAATa gcggccgcga 
2051 attcttttgc ttttt 



•RANSLATE of: bandS . 82 1 9 6cont ig 
enerated symbols 1 to: 799. 



check: 511 



from: 16 to: 2412 



.AND8-mid 



•anda . 82196pep Length: 789 




17:28 Type: P Check: 1632 



1 


MDASLEKIAD 


PTLAEMGKNL 


KEAVKMLEDS 


QRRTEEENGK 


KLISGDIPGP 


51 


LQGSGQDMVS 


ILQLVQNLMH 


GDEDEEPQSP 


RIQNIGEQGH 


MALLGHSLGA 


101 


YISTLDKEKL 


RKLTTRILSD 


TTLWLCRIFR 


YENGCAYFHE 


EEREGLAKIC 


151 


RLAIHSRYED 


FWDGFNVLY 


NKKPVIYLSA 


AARPGLGQYL 


CNQLGLPFPC 


201 


LCRVPCNTVF 


GSQHQMDVAF 


LEKLIKDDIE 


RGRLPLLLVA 


NAGTAAVGHT 


2-51 


DKIGRLKELC 


EQYGIWLHVE 


GVNLATLALG 


YVSSSVLAAA 


KCDSMTMTPG 


301 


PWLGLPAVPA 


VTLYKHDDPA 


LTLVAGLTSN 


KPTDKLRALP 


LWLSLQYLGL 


351 


DGFVERIKHA 


CQLSQRLQES 


LKKVNYIKIL 


VEDELSSPW 


VFRFFQELPG 


~ 401 


SDPVFKAYPV 


PNMTPSGVGR 


ERHSCDALNR 


WLGEQLKQLV 


PASGLTVMDL 


451 


EAEGTCLRFS 


PLMTAAVLGT 


RGEDVDQLVA 


CIESKLPVLC 


CTLQLREEFK 


501 


• QEVEATAGLL 


YVDDPNWSGI 


GWRYEHAND 


DKSSLKSDPE 


GENIHAGLLK 


SSI 
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601 


ENSRLLENMT 


EWRKGIQEA 


QVELQKASEE 


RLLEEGVLRQ 


IPWGSVLNW 


651 


FSPVQALQKG 


RTFNLTAGSL 


ESTEPIYVYK 


AQGAGVTLPP 


TPSGSRTKQR 


701 


LPGQKPFKRS 


LRGSDALSET 


SSVSHIEDLE 


KVERLSSGPE 


QITLEASSTE 


751 


GHPGAPSPQH 


TDQTEAFQKG 


VPHPEDDHSQ 


VEGPESLR* 





